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Fig. S1. Cluster analysis of proteins with pairwise-shared expression profiles in Dulihuang, Kunlun 14, and 
Heilaoya. Three protein categories were identified: Dulihuang & Kunlun 14 vs. Heilaoya, Heilaoya & Dulihuang 
vs. Kunlun 14, and Kunlun 14 & Heilaoya vs. Dulihuang. Each category (light orange, light brown, and light pink) 
presented similar trends between the two varieties but differed from the third and was further divided into three 
clusters.


